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Research
Interests

Mixture Models, Statistical Genetics, Survival Analysis, Data Mining

Education • Ph.D., Applied Mathematics and Statistics (Statistics), Stony Brook University (SUNY), 2007
• M.S., Mathematics, Seoul National University (Korea), 1993
• B.S., Nuclear Engineering, Seoul National University (Korea), 1989

Employment • Assistant Professor, Mathematics and Statistics, University of South Florida Fall 2007 - Present
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University of South Florida, Tampa, FL USA
• STA 6208 Linear Statistical Models Fall 2007
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• AMS110 Probabilities and Statistics in the Life Sciences Fall 2003 - Spring 2007
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Seoul National University, Seoul, Korea
• Calculus Spring 1996 - Spring 1997
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• Operating Systems: Mac OS X, Unix, Windows.
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